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Mutual Interaction of Fungi and Bacteria
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Department of Pathology, Boramae Hospital, Seoul National University
College of Medicine”, Seoul, Korea

The presence of fungi in ecosystem had a great impact on the evolution of bacteria. The decomposition
niches have been lost for the bacteria and fungi has created the new bacterial niches. From the
investigation of interaction of fungi and bacteria, the influence of fungi on bacteria was elucidated. The
inability of the bacteria to bridge air-filled voids limits bacterial motility in soils. This disadvantage is
overcome by mycelial growth. The study of fungal-bacterial interactions in soils is not only interesting
from a basic point of view but has yielded findings of social and economical relevance. Fungi that
are harmful to bacteria may potentially form a source of new antibiotics.
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Table 1. Bacteria attached on the surface of fungi (X ol SHHE HlFE2 o)

Fungal Species Surface Isolation Method Identification Major Bacteria
Suillus grekvillei Sporocarps Plating Physiological test Pseudomonas, Bacillus and
Streptomyces
Lactarius rufus Mycorrhizal root Plating Biochemical test, FAME, Burkholderia,
16S rDNA Pseudomonas and
Paenibacillus
Glomus clarum spores Plating FAME Bacillus, Pseudomonas and
Burkholderia
Unidentified AM-fungi Hyphae Immunocapture  16S rDNA Bacillus, Paenibacillus and
and Glomus dussii and Plating Arthrobacter
Suillus luteus Mycorrhizal root Plating Physiological test, Bacillus, Burkholderia and
16S rDNA Pseudomonas
Pleurotus ostreatus Mycelium Plating 16S rDNA Many different genera
Cantharellus cibarius ~ Sporocarps Plating Physiological test Pseudomonas
Lactarius spp. Mantle Microscopy FISH a-, [3-, y-proteobacteria
Tuber borchii Sporocarps Plating Physiological test, Pseudomonas, Bacillus and
16S rDNA Paenibacillus
Phanerochaete Hyphae Plating FAME Agrobacterium and
chrysosporium Burkholderia
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